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Background: Type Strains in the NCBI Taxonomy Database
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Kiebsiella pnenmoniae (Schroeter 1386) Trevisan 1887
type strain of Klebsiella preumoniae: ATCC:13883, CCUG:225, CIP:82.91, DSM:30104, HAMBL:430, iructure
IFO:14940, NBRC:14940, JCM:1662, BCCM/LMG:2095, NCTC:9633 Genome
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Organizm: Klebsiella

ATCC 13884

Infraspecific name: Strain: ATCC 13884
‘Submitter: Baylor College of Medicine
Date: 20808/05/24

Assembly level: Scaffold

‘Genome representstion: full

subsp.

Relstion to type materisl: assembhy from type material

GenBank assembly scoession: GCA_DDOTE4E5.1 (latest)
0001624551 (latest)

RefSzq assembly scceszion: GOF,
ID=: [uio) nk]

ASMTA213v1

Organizm: Klebsiella pneumonizae (enterobacteris)

Infraspecific name: Strain: ATCC 13883

‘Submitter: Los Alamos National Laboratory

Date: 2014/08/19
Azsembly level: Scaffold
Benoms representation: full

Relstion to type materisl: assembhy from type material

GenBank azsembly sccession: GCA_DDOT42135.1 (latest)
RefSeq assembly acoession: GCF_000742125.

IDs=:
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Crganizm: Klebsiell

1 (latest)

Infraspecific name: Strain: ATCC 11258
Submitter: URMITE

Date: 2014/11/28

Azsembly level: Scaffold

‘Genome representstion: full

subsp. ozssnae

Relation 1o type material: assembly from type materisl

GenBank azsembly sccession: GCA_DDOBZE5EE 2 (latest)
RefSeq assembly scceszion: GCF_000825585.2 (latest)
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Method: Correcting Prokaryotic Genomes based on Average Nucleotide
Identity (ANI)
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Using average nucleotide identity to improve taxonomic
assignments in prokaryotic genomes at the NCBI

Stacy Ciufo,” Sivakumar Kannan, Shobha Sharma, Azat Badretdin, Karen Clark, Sean Turner, Slava Brover,

Conrad L. Schoch, Avi Kimchi and Michael DiCuccio

All new submissions of prokaryotic genomes to GenBank are screened using ANI
to known type assemblies. (96% ANI and 80% coverage)

Public genomes in GenBank have been evaluated against all confirmed type
assemblies and this evaluation process is repeated whenever a new type
assembly is submitted and confirmed
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Result: Correctly ldentified Genomes

. ANI| method relies heavily on correctly identified
GenBank gets prokaryotic

genome submissions every type assemblies
week!

Multiple assemblies from type are excellent

Since 2017, we corrected .
resource for evaluation

new submissions

Misidentified

Cannot be

corrected now
species IDs have been

corrected for public genomes

m U.S. National Library of Medicine Taxonomy FTP file ‘typematerial.dmp’ in new_taxdump.tar.gz
National Center for Biotechnology Information ftp://ftp.ncbi.nlm.nih.gov/pub/taxonomy/new_taxdump



Thank You!

Visit NCBI Exhibit Booth #433 for Lunch Time Demo/Talk
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